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Abstract: Objective To investigate the correlation of dapagliflozin plasma concentration with the polymorphisms of uridine
A total of 30

patients with T2DM treated with dapagliflozin in the hospital from March to June 2021 were selected. After at least 3 d of

diphosphate — glucuronosyltransferase (UGT) 1A9 gene in patients with type 2 diabetes mellitus (T2DM). Methods

medication, the steady — state dapagliflozin plasma concentration was determined by the liquid chromatography — tandem mass
spectrometry, the UGTIA9 genotype was sequenced by the sequencing method, and the differences in dapagliflozin plasma
concentration among patients with different genotypes were compared. Results Four UGTIA9 gene mutation sites including
rs234681098, rs234681543, rs234681426 and rs234681645 were detected. The average steady - state dapagliflozin plasma
concentration in 30 patients was (10.62 + 6.18) ng / mL; there was no significant difference in the dapagliflozin plasma
concentration among patients with different genotypes (P > 0.05). Conclusion Mutations at rs234681098,rs234681543 15234681426
and 5234681645 in UGTIA9 do not affect the dapagliflozin plasma concentration in patients with T2DM.
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Tab.1 Results of gene mutation detection
ARSI (%))
F44 EhERA

15234681098 CG15(50.00)]  CCI15(50.000]  Cclo(o)]
15234681543 GG12(40.00)]  GC[18(60.00)]  CC[0(0)]
15234681426 T1012(40.00)]  TC[1(3.33)] CCl17(56.67)] 1
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Tab.2 Comparison of the general data of patients with different genotypes among the four groups

7 15234681098 15234681543 1234681426 1234681645
GG GC GG GC T TC tC GG (C
PA(F 4, ) 916 8/17 115 10/8 115 0/1 10/7 12/9 514
Y 0.136 0.023 1.350 0. 006
Pl 1..000 1.000 0.689 1.000
F#(5) 71(61.50,72.50)  64(51.50,70.00)  71(63.50,72.50)  64(50.75,72.00) ~ 71(63.50,72.50)  84.00  64(50.00,69.00)  70(64.00,73.50)  53(45.00,69.00)
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i 1. 840 1.410 1.360 78.500
Pl 0.077 0.170 0. 186 0.483
FBG(mmol /L) 9(7.55,13.50)  8.30(6.40,9.60) 8.55(7.20,13.45) 8.75(6.73,9.93) 8.55(7.20,13.45) 9.00 8.70(6.70,10.00) 7.80(6.80,10.00) 9.55(8.70,10.90)
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Fig.1 Box plot of the correlation of dapagliflozin plasma concentration with UGTIA9
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