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Effect of Simiao Derivative Formula on the Intestinal Microflora of Model Rats with Hyperuricemia
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Abstract : Objective To study the effect of Simiao Derivative Formula (SDF) on intestinal microflora in rats with hyperuricemia.
Methods

(equal volume of normal saline) and SDF group (equivalent to 30 g/ kg of crude drug),eight rats in each group. The rats were

Twenty — four male SD rats were divided into the normal control group (equal volume of normal saline) , model group

fed with high purine diet (including 100 g/ kg of hypoxanthine) , subcutaneously injected with potassium oxalate (200 mg/ kg)
once every other day,and bathed in cold water at 10 = 12 °C for 10 min once a day for 6 d to duplicate the model rat with
hyperuricemia. The rats in the normal control group were routinely fed. At the same time of modeling, rats in each group were
perfused with corresponding drugs or normal saline once a day for 6 d. The levels of uric acid and urea nitrogen in the serum
of rats were measured,the 16S rRNA was sequenced, and fecal microflora in the rectum of rats was analyzed. Results Compared
with those in the model group,the levels of serum uric acid and urea nitrogen were significantly lower (P < 0.01),the abundance
of Bacteroides , Ruminococcaceae _ UGG — 014, Enterococcus and Lactobacillus was significantly lower (P < 0.01),while the abundance
of Allobaculum , Dubosiella, Ruminococcaceae_NK4A214 and Rumboutsia was significantly higher in the SDF group (P < 0.05 or
P < 0.01). Conclusion

hyperuricemia. The direct regulation of the uric acid level through the change of intestinal microflora may become a new idea for

SDF can reduce the level of uric acid and improve the abundance of intestinal flora in rats with

the research and development of anti — hyperuricemic Chinese patent medicine.
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®1 BSAARMBEREMRERKFELE(X £5,n=8)
Tab.1 Changes of serum uric acid and urea nitrogen of rats in

each group (X +s,n=8)

4851 JxBR (pmol / 1) JrF & (mmol /1)
AR 140. 96 + 30. 58 6.03 0. 50
A 344. 64 + 34.19™ 10.10 + 0. 43~
v AT A Ty 4 247.91 £55. 157 5.80 + 0. 647

E B R ATRALE,P < 0.05,7P < 0.01; 5 A 41k
#,'P < 0.05,"P < 0.01.K2Z K4,

Note: Compared with those in the normal control group,”P < 0.03,
P < 0.01;Compared with those in the model group,”P < 0.05,%P < 0. 01
(for Tab.1-4).
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Tab.2 Comparison of o diversity indexes of rats in each group
(X+s,n=4)

UL ace R4 chaol %84 shamon#8®  simpsondi  RAKHEK
EFRBRA 2514345678 2761247620 5.23240.537 0.931£0.030 1.000:£0.001
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WOATEATA 261497418387 264.497+19.328 542140551 0.939£0.023 1.000+0.001
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Fig.1 NMDS analysis of the microflora differences
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Fig.2 Anosim analysis of microflora differences
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Tab.3 Comparison of the abundance of rectal fecal microorgan-

ism phylum of rats in each group (X s,n=4)

®il I AT R4 A WAAT AT 4
BABIT  38565.00£512.50  39925.50+1230.25 37 131. 004 864. 71
HEAN 1826.50+744. 10 643.754325. 35" 543.50+93. 317
MHET 784.00+441. 30 213.00£176.77  2679. 50+4 580. 56™*
EHEN 394.75+193. 78 829.75+812.24  1084.25+442.53
BEAN 23.50+14. 55 144, 25+145. 50° 97.00+62. 72"
RMAT 1.50+3. 00 2.25+4.50 223.75+369.26™*
REHE 163.75+325. 50 0.50+1. 00 0. 000. 00

F4 SEAREMEEMEVEKFTEELRR(X £5,n=4)
Tab.4 Comparison of the abundance of rectal fecal microorganism

genus of rats in each group (X +s,n=4)

EL) EFARA #An WA T 4
FRRE_UCG-014 0.00+0.00 728.75 £ 816.89" 44.25£31.70%
BRI 1.25+1.26 915.50 + 647.91" 799.75 +383. 95"
Allobaculum 4.25+3.86 79. 50 + 64. 24 1723.75 £ 614. 09"
TikE 475£1.89  3060.501175.90"  803.50+ 119,92
REHE 5.75+7.32 147.25£ 102,58 2427.00+1369.78"%
AHHE 3.75£57.50  4628.751758.307  610.25+175.547%
1424 198.50£132.47  698.00+187.35" 64275+ 606.84
BERA_NKAA2L  234.00+99.96 5900 +52.02' 322,25 + 168, 95°
BHE 148,50 £ 832,16 155.25+163.20  140.00 % 148. 18’
FRAKHE 512625+ 1164.73 2043.00£649.77  5648.75 £ 854. 75"
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