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Abstract: Objective To provide a reference for the research of traditional Chinese medicine (TCM) theory of "homotherapy for
heteropathy" based on network pharmacology. Methods Researches of TCM theory of "homotherapy for heteropathy" based on
network pharmacology from 2016 to 2021 were explained gradually and deeply from the perspectives of ideas and metohds of
research, and existing problems were analyzed. Results The TCM theory of "homotherapy for heteropathy" based on network
pharmacology was still in a preliminary stage, and its molecular mechanism was clarified from aspects of screening the effective
chemical components of compound prescriptions of Chinese material medica, identifing the relevant targets of diseases and chemical
components of Chinese material medica, mining the protein — protein interaction (PPI) and biological functions of the targets, and
exploring the binding strength between the effective components and the targets. The database of compound prescriptions of Chinese
material medica and relevant diseases was the basis for constructing the network of "homotherapy for heteropathy". The TCM theory
of "homotherapy for heteropathy" was researched based on network pharmacology through searching targets in the database,
construction and analysis of the biological networks, construction of the classification modes, enrichment analysis of the signal
pathways and biological functions, the molecular docking technology and other methods. Conclusion  With the continuous
improvement of information in the database, the optimization and improvement of classification modes, and the combination of
experiments with multi — omics data,the research of the field of "homotherapy for heteropathy" based on network pharmacology will be

gradually deepened to promote the inheritance and innovation of TCM,accelerate the modernization and internationalization of TCM.
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