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Mechanism of Bazhen Decoction in the Treatment of Gastric Cancer Based on Network Pharmacology
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Abstract: Objective To investigate the mechanism of Bazhen Decoction in the treatment of gastric cancer based on network pharmacology.

Methods
System Pharmacology Database and Analysis Platform (TCMSP). The pharmacodynamic molecule — target network and protein — protein

The active ingredients and targets of Bazhen Decoction were screened and predicted through the Traditional Chinese Medicine

interaction (PPI) network were constructed,and the Kyoto Encyclopedia of Genes and Genomes (KEGG) pathway analysis and Gene
Ontology (GO) enrichment analysis were conducted. Results A total of 150 active ingredients in Bazhen Decoction, 238 phar-
macodynamic molecular target genes,and 2 035 corresponding interaction relationships were obtained from the TCMSP. Among the 238
pharmacodynamic molecular target genes,230 target genes interacted with 4 968 disease targets,including 22 795 interaction relation-
ships. The top proteins ranked in PPl network were enriched in cancer pathways. Conclusion This study preliminarily reveals the active

ingredients, potential targets and potential mechanism of Bazhen Decoction in the treatment of gastric cancer.
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Fig.1 Schematic diagram of active ingredient — target network
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Fig. 2 Results of KEGG pathway analysis
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Fig. 4 Results of GO enrichment analysis
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Fig. 6 Results of KEGG pathway analysis of PPI main module protein
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