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Mechanism of Coptidis Rhizoma in the Treatment of Diabetic Nephropathy Based on
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Abstract : Objective

2. Department of Endocrinology,

To investigate the mechanism of Coptidis Rhizoma in the treatment of diabetic nephropathy(DN) based on network
pharmacology. Methods The active components and target genes of Coptidis Rhizoma were screened from the Traditional Chinese
Medicine Systems Pharmacology Database and Analysis Platform(TCMSP),and the DN —related target genes were searched in GendCards
and Online Mendelian Inheritance in Man(OMIM) databases. The target genes of Coptidis Rhizoma were intersected with the DN - related
target genes,and the target genes of Coptidis Rhizoma and DN were screened. Cytoscape 3.5.0 software was used to construct an in-
ter —network of disease — active component — target genes. The protein — protein interaction (PPI) network was constructed by the String
platform,and the PPI network histogram was drawn. The gene ontology (GO) enrichment pathway and Kyoto Encyclopedia of Genes and
Genomes (KEGG) pathway of target genes were analyzed. Results A total of 14 active components were screened from Coptidis
Rhizoma,and 101 key target genes related to DN. KEGG enrichment pathways mainly included advanced glycation end products(AGE) —
receptor for AGE(RAGE) signal pathway, fluid shear stress and atherosclerosis signal pathway, hypoxia inducible factor — 1(HIF = 1) sig-
nal pathway,etc. It is speculated that Coptidis Rhizoma might interfere with DN through the above pathways. Conclusion Coptidis Rhi-
zoma has multiple active components,which can play a role in the treatment of DN through multiple targets and pathways.
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Tab.1 The active components of Coptidis Rhizoma
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Fig. 1 Disease — active components — target genes network

2 PPI Mgz OEREFIKE

Fig. 2 PPI network histogram of core genes

2.5 GO WHEEENH KEGG BEREENT

GO REE £/ E LK 3,KEGG B rEIILA 4,
Al UL, BEETRYT DN P KR S AR W2 D Re S
MZ (05 DN 2 UIAH R S 1) A 2= D RE v I sz IR 45
B G T R IR A TR S N R A
B S ARTCARIE P \DNA 456 e si 80 715 P F1 RNA
RA G 1R 0 A N 76 RNA R A B 11 4% R
TE5 G AR KRS BRI AR RS



2021 4F 11 J 20 H 45 30 &5 22 1)
Vol. 30, No. 22, November 20,2021

¥ & % b

China Pharmaceuticals

RNA polymerase Il-specific
cytokine activity + @
tetrapymole binding | ) ik

RNA polymerase Il transcription factor binding 1 @ [ 8
serine hydrolase activity - 3 : 100
128

Kinase regulator activy - @
oxdoreductase activity, acting on paired donors, . b

with incorporabion or reduction of molecular oxygen |
senne-type endopeptidase activity +
serine-type peptidase activity -
phosphatase binding |
integrin binding : [ ]

nuclear receplor activity +
transcription factor activity, direct ligand !
regulated sequence-specific DNA binding

repressing transcription factor binding +

activating transcription factor binding
antioxidant activity «
steroid hormone receplor activity + @

p adjust

50808

ecoe
—
38 4

0075 0.100 0125 0.150
GeneRatio

B3 GOMuESESNE

Fig. 3 GO function enrichment analysis diagram
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Fig. 4 KEGG enrichment analysis diagram
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Tab.2 Target function information of Coptidis Rhizoma in the

treatment of DN
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Tab.3 The main pathway information of Coptidis Rhizoma in the

treatment of DN
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