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Abstract: Objective To investigate the relationship between the action target of Qingwen Decoction and severe acute respiratory syndrome coronavirus 2
(SARS - CoV ~2) and the therapeutic mechanism of its multi — component and multi - target based on network pharmacology and molecular docking
technology. Methods The main active components and targets were screened by establishing a database of chemical components and targets,the network
was constructed and analyzed by using the Cytoscape software,the GO and KEGG functional enrichment analysis of targets was carried out by String,the
molecular docking of the main active components of Qingwen Decoction and the 3C -like protease(3CLpro) and angiotensin — converting enzyme 2
(ACE2) protein of SARS —CoV -2 were carried out by Autodock software. Results There were 172 active components and 480 targets in Qingwen
Decoction and most of them belonged to the stomach,lung and spleen meridian. Totally 27 active components(succinic acid, coumarin, gamma — aminobu-
tyric acid, glutamine , quercetin, kaempferol , prolinum, L — lysine, luteolin, tryptophane, L — valine, choline, apigenin, beta — sitosterol , phenylalanine , alanine , sali-
eylic acid, DL - valine, lupeol , adenosine, glutamate, ursolic acid, emodin , isorhamnetin, daidzein, citric acid, ferulic acid) were most closely related to the
targets. The key targets of Qingwen Decoction involved CASP3, CYPIAL, JUN, TP53, HMOXI1, ICAM1, FOS, PPARG, CXCR4, SRC, TYR, B2M, MMP9,
RPS27A,PSMD3,NPEPPS, CNDP2, TNF, AKT1,APP,NPYIR, CTSS,PTGER3,GGCT,UBB,HLA - A,PTGS2,CXCL8,FUM,PSMC4 and so on. The important
targets are enriched in the three major disease pathways of infectious disease,lung disease and immune disease, and the GO classification and KEGG
pathway enrichment were mainly regulated anti — inflammatory,immune, angiogenesis, calcium channels and so on. The results of molecular docking showed
that quercetin, apigenin , ursolic acid, isorhamnetin and lupeol had affinity with 3CLpro and ACE2 protein. Conclusion The active components in Qing-

wen Decoction mainly act on targets such as CASP3,CYPI1AL,JUN,TP53 and HMOXI. Among them, five components can be molecularly docked with
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two main proteins of SARS — CoV - 2. Qingwen Decoction may have anti — SARS - CoV -2 by regulating multiple signal pathways.
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