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Effects of CYP2C9 and VKORC1 Gene Polymorphisms on Warfarin Dosage in Northeast Sichuan

YANG Siyun, LIANG Jing, TANG Zhili, LIU Tao, SU Qiang

( Nanchong Central Hospital, Nanchong, Sichuan, China 637000)
Abstract: Objective To investigate the relationship between CYP2C9 and VKORCI1 gene polymorphisms on warfarin dosage in Han pa-
tients in Northeast Sichuan. Methods CYP2C9 and VKORCI genotypes were detected by using fluorescent in situ hybridization staining
sequencing detection system from 100 unrelated Han patients in Northeastern Sichuan, and 100 patients taking warfarin were followed up
to assess the effect of CYP2C9 and VKORCI on warfarin dosage. Results There was 89.00% of AA type, 11.00% of AC type and 0
of CC type in CYP2C9 1075 gene. There was 2.00% of GG type, 86.00% of AA type and 12.00% of GA type in VKORCI 1639
gene. The required warfarin dosage were (3.05+0.87) mg/d and (2.13 £0.54) mg/d for CYP2C9 1075 AA genotype and AC geno-
type respectively, the difference was significant( P < 0. 01). The required warfarin dosage were (4.90+1.22) mg/d and (2.58 £0. 65) mg/d
for VKORCI 1639 GG +GA genotype and AA genotype respectively, the difference was significant( P < 0.01) . Conclusion The
CYP2C9 and VKORCI gene polymorphisms in Han patients in Northeast Sichuan can affect warfarin dosage. The detection results of
CYP2C9 and VKORCI gene polymorphism can provide the basis for warfarin dosage adjustment in the clinical treatment.
Key words: Han patients in Northeastern Sichuan; CYP2C9; VKORCI; gene polymorphism; warfarin; dosage; rational drug use; individualized
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