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Clinical Research Progress on MicroRNAs Associated with Cervical Cancer

Cui Tao, Zheng Ying
( Department of Obstetrics and Gynecology, West China Second University Hospital, Sichuan University, Chengdu , Sichuan, China  610041)
Abstract: MicroRNAs(miRNAs) is a kind of endogenous noncoding small RNA,it plays an important role in cell proliferation,cell cycle
and apoptosis and so on, which is closely associated with the occurrence, development,invasion and metastasis of various tumors. In
recent years, the clinical researches focus on the correlation between miRNAs and cervical cancer has been increasing. The abnormal

expression of miRNAs in cervical cancer suggested that it might play an important role in the occurrence and development of cervical

cancer.
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